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<170> PERL Program 

<210> 1 
<211> 693 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<223> Incyte ID No: 1595762CD1 

<400> 1 

Met Thr Pro Gin Ser Leu Leu Gin 

1 5 
Leu Leu Phe Leu Val Gin Gly Ala 
20 

Asp Phe Arg Phe Cys Ser Gin Arg 
35 

Leu His Tyr Lys Pro Thr Pro Asp 
50 

Ser Glu Glu Ala Leu Thr Val His 
65 

Pro Ala Ser Arg Ser Phe Pro Asp 
80 

Cys Leu Tyr Trp Asn Arg His Ala 
95 

Gly Lys Arg Asp Phe Leu Leu Ser 
110 

Cys Phe Gin His Gin Glu Glu Ser 
125 

Leu Ala Thr Ser Val Thr Ser Trp 



Thr Thr Leu Phe Leu Leu Ser 
10 15 
His Gly Arg Gly His Arg Glu 
25 30 
Asn Gin Thr His Arg Ser Ser 
40 45 
Leu Arg lie Ser lie Glu Asn 
55 60 
Ala Pro Phe Pro Ala Ala His 
70 75 
Pro Arg Gly Leu Tyr His Phe 
85 90 
Gly Arg Leu His Leu Leu Tyr 
100 105 
Asp Lys Ala Ser Ser Leu Leu 
115 120 
Leu Ala Gin Gly Pro Pro Leu 
130 135 
Trp Ser Pro Gin Asn lie Ser 
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Leu Pro Ser 
His Thr Ala 
Arg Asp Leu 
Ala Ser Arg 
Ser Leu Glu 
Val Ser Phe 
Gin Pro Thr 
Glu Glu Glu 
Arg Thr Leu 
Lys Arg Leu 
Asp Lys Asn 
Val Val Gin 
Leu Thr Phe 
Cys Val Phe 
Trp Ser Ser 
Ser Cys Phe 
Ser Ser Val 
Leu Ser Tyr 
Thr lie Ala 
Arg Lys Pro 
Leu Ala Val 
Val Ala Leu 
Phe Leu His 
Glu Gly Tyr 
Tyr Val Pro 
Phe Pro lie 
Asn Tyr Gly 
Val lie Tyr 
Tyr lie Thr 



140 

Ala Ala Ser 
155 

Ala Hi's Asn 

170 
Gin Leu Leu 

185 

Arg Pro Ser 

200 
Ser Lys Leu 

215 
Glu Glu Asp 

230 
Ala Gly Leu 

245 
Gin Ser Glu 

260 
Phe Gin Arg 

275 
Leu Leu Val 

290 
Ser Ser Gin 

305 
Asn Thr Lys 

320 
Gin His Gin 

335 
Trp Val Glu 

350 
Ala Gly Cys 

365 
Cys Asn His 

380 
Glu Val Asp 

395 
Val Gly Cys 

410 
Ala Tyr Leu 

425 
Arg Asp Tyr 

440 
Phe Leu Leu 

455 
Thr Gly Ser 

470 
Phe Ser Leu 

485 
Asn Leu Tyr 

500 
Gly Tyr Leu 

515 
Phe Leu Val 

530 
Pro lie lie 

545 
Pro Ser Met 

560 
Asn Leu Gly 

575 



Phe Thr Phe 
Ala Ser Val 
Ser Gin Phe 
Ala Ala Pro 
Thr Ser Val 
Arg lie Asn 
Gin Asp Leu 
lie Met Glu 
Thr Lys Gly 
Asp Phe Ser 
Val Leu Gly 
Val Ala Asn 
Leu Gin Pro 
Asp Pro Thr 
Glu Thr Val 
Leu Thr Tyr 
Ala Val His 
Val Val Ser 
Cys Ser Arg 
Thr lie Lys 
Asp Thr Ser 
Glu Ala Gly 
Leu Thr Cys 
Arg Leu Val 
Leu Lys Leu 
Thr Leu Val 
Leu Ala Val 
Cys Trp lie 
Leu Phe Ser 



145 

Ser Phe His 
160 

Asp Met Cys 
175 

Leu Lys His 
190 

Ala Ser Gin 
205 

Arg Phe Met 
220 

Ala Thr Val 
235 

His lie His 
250 

Tyr Ser Val 
265 

Arg Ser Gly 
280 

Ser Gin Ala 
295 

Glu Lys Val 
310 

Leu Thr Glu 
325 

Lys Asn Val 
340 

Leu Ser Ser 
355 

Arg Arg Glu 
370 

Phe Ala Val 
385 

Lys His Tyr 
400 

Ala Leu Ala 
415 

Val Pro Leu 
430 

Val His Met 
445 

Phe Leu Leu 
460 

Cys Arg Ala 
475 

Leu Ser Trp 
490 

Val Glu Val 
505 

Ser Ala Met 
520 

Ala Leu Val 
535 

His Arg Thr 
550 

Arg Asp Ser 
565 

Leu Val Phe 
580 



150 

Ser Pro Pro 
165 

Glu Leu Lys 
180 

Pro Gin Lys 
195 

Gin Leu Gin 
210 

Gly Asp Met 
225 

Trp Lys Leu 
240 

Ser Arg Gin 
255 

Leu Leu Pro 
270 

Glu Ala Glu 
285 

Leu Phe Gin 
300 

Leu Gly lie 
315 

Pro Val Val 
330 

Thr Leu Gin 
345 

Pro Gly His 
360 

Thr Gin Thr 
375 

Leu Met Val 
390 

Leu Ser Leu 
405 

Cys Leu Val 
420 

Pro Cys Arg 
435 

Asn Leu Leu 
450 

Ser Glu Pro 
465 

Ser Ala lie 
480 

Met Gly Leu 
495 

Phe Gly Thr 
510 

Gly Trp Gly 
525 

Asp Val Asp 
540 

Pro Glu Gly 
555 

Leu Val Ser 
570 

Leu Phe Asn 
585 
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Met Ala Met Leu Ala Thr Met Val Val Gin lie Leu Arg Leu Arg 

590 595 600 

Pro His Thr Gin Lys Trp Ser His Val Leu Thr Leu Leu Gly Leu 

605 610 615 

Ser Leu Val Leu Gly Leu Pro Trp Ala Leu lie Phe Phe Ser Phe 

620 625 630 

Ala Ser Gly Thr Phe Gin Leu Val Val Leu Tyr Leu Phe Ser lie 

635 640 645 

lie Thr Ser Phe Gin Gly Phe Leu lie Phe lie Trp Tyr Trp Ser 

650 655 660 

Met Arg Leu Gin Ala Arg Gly Gly Pro Ser Pro Leu Lys Ser Asn 

665 670 675 

Ser Asp Ser Ala Arg Leu Pro lie Ser Ser Gly Ser Thr Ser Ser 

680 685 690 

Ser Arg lie 



<210> 2 
<211> 84 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 2763296CD1 

<400> 2 

Met Thr Pro Gin Ser Leu Leu Gin Thr Thr Leu Phe Leu Leu Ser 
15 10 15 

Leu Leu Phe Leu Val Gin Gly Ala His Gly Arg Gly His Arg Glu 

20 25 30 

Asp Phe Arg Phe Cys Ser Gin Arg Asn Gin Thr His Arg Ser Ser 

35 40 45 

Leu His Tyr Tyr Trp Ser Met Arg Leu Gin Ala Arg Gly Gly Pro 

50 55 60 

Ser Pro Leu Lys Ser Asn Ser Asp Ser Ala Arg Leu Pro lie Ser 

65 70 75 

Ser Gly Ser Thr Ser Ser Ser Arg lie 

80 

<210> 3 
<211> 136 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 3367641CD1 

<400> 3 

Met Gly Val Ser Ala Leu Thr Glu Leu Thr Ser Leu Gly Gly Asp 
15 10 15 

Ser Leu Ser Cys Cys Val Pro Asp lie Asn Glu Cys Ala Thr Pro 

20 25 30 

Ser Lys Val Ser Cys Gly Lys Phe Ser Asp Cys Trp Asn Thr Glu 

35 40 45 

Gly Ser Tyr Asp Cys Val Cys Ser Pro Gly Tyr Glu Pro Val Ser 

50 55 60 

Gly Ala Lys Thr Phe Lys Asn Glu Ser Glu Asn Thr Cys Gin Gly 
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65 70 75 

Lys Asn His Pro Thr Ser Ser Asp Phe Pro Ser Met Arg Phe Gly 
80 85 90 

Val Thr Arg Ala lie Leu Ala Ala Ser Arg Glu Gin Gly Leu Gly 
95 100 105 

Cys Arg Val Ser Ala Trp Arg Leu Arg Trp Asp Arg Cys Thr Cys 
110 115 120 

Thr Tyr Pro Thr Thr Pro Glu Arg Gin Ser Asp Val Arg lie Lys 
125 130 135 

Gly 



<210> 4 
<211> 307 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 866390CD1 



<400> 4 
Met Glu Ser 
1 

Gly Leu Thr 
Val Leu lie 
lie Phe Thr 
Phe Phe Leu 
lie Val Ala 
lie lie Ser 
Phe Leu Gly 
Asp Arg Tyr 
Met Asn Pro 
Gly Gly Phe 
Leu Pro Phe 
Val Pro Gin 
Glu Leu Leu 
Phe Leu Gly 
Arg Gly Ser 
lie Thr His 
Phe lie Tyr 
Val Ser Leu 



Glu Asn Arg 
5 

Gin Ser Gin 
20 

Phe Tyr Phe 
35 

lie Lys Ser 
50 

Gly Asn Leu 
65 

Pro Arg Met 
80 

Tyr Arg Gly 
95 

Gly Gly Glu 

110 
lie Ala lie 

125 

Arg Thr Cys 
140 

Val His Ser 
155 

Cys Gly Pro 
170 

Val lie Lys 
185 

Met Val Phe 

200 
Leu Leu Ala 

215 
Ser Ser Glu 

230 
lie lie Val 

245 

Thr Arg Pro 

260 
Phe His Thr 



Thr Val lie 
Asp lie Gin 
lie lie Leu 
Asp Pro Gly 
Ala Phe Leu 
Leu Val Asp 
Cys lie Thr 
Gly Leu Leu 
Cys Arg Pro 
Tyr Ala Met 
lie lie Gin 
Asn Gin Leu 
Leu Ala Cys 
Asn Ser Gly 
Ser Tyr Ala 
Ala Lys Asn 
lie Phe Phe 
Phe Arg Ala 
Val lie Phe 



Arg Glu Phe 
10 

Leu Leu Val 
25 

Pro Gly Asn 
40 

Leu Thr Ala 
55 

Asp Ala Ser 
70 

Phe Leu Ser 
85 

Gin Leu Phe 
100 

Leu Val Val 
115 

Leu His Tyr 
130 

Met Leu Ala 
145 

Val Val Leu 
160 

Asp Asn Phe 
175 

Thr Asp Thr 
190 

Leu Met Thr 
205 

Val lie Leu 
220 

Lys Ala Met 
235 

Met Phe Gly 
250 

Phe Pro Ala 
265 

Pro Leu Leu 



lie Leu Leu 
15 

Phe Val Leu 
30 

Phe Leu lie 
45 

Pro Leu Tyr 
60 

Tyr Ser Phe 
75 

Ala Lys Lys 
90 

Phe Leu His 
105 

Met Ala Phe 
120 

Pro Thr Val 
135 

Leu Trp Leu 
150 

lie Leu Arg 
165 

Phe Cys Asp 
180 

Phe Val Val 
195 

Leu Leu Cys 
210 

Cys Arg lie 
225 

Ser Thr Cys 
240 

Pro Gly lie 
255 

Asp Lys Val 
270 

Asn Pro Val 



PF-0612 USN 

275 280 285 

lie Tyr Thr Leu Arg Asn Gin Glu Val Lys Ala Ser Met Lys Lys 

290 295 300 

Val Phe Asn Lys His lie Ala 

305 

<210> 5 
<211> 318 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 998550CD1 

<400> 5 

Met Met Val Asp Pro Asn Gly Asn Glu Ser Ser Ala Thr Tyr Phe 
15 10 15. 

lie Leu lie Gly Leu Pro Gly Leu Glu Glu Ala Gin Phe Trp Leu 
20 25 30 

Ala Phe Pro Leu Cys Ser Leu Tyr Leu lie Ala Val Leu Gly Asn 
35 40 45 

Leu Thr lie lie Tyr He Val Arg Thr Glu His Ser Leu His Glu 
50 55 60 

Pro Met Tyr He Phe Leu Cys Met Leu Ser Gly lie Asp lie Leu 
65 70 75 

lie Ser Thr Ser Ser Met Pro Lys Met Leu Ala lie Phe Trp Phe 
80 85 90 

Asn Ser Thr Thr He Gin Phe Asp Ala Cys Leu Leu Gin Met Phe 
95 100 105 

Ala He His Ser Leu Ser Gly Met Glu Ser Thr Val Leu Leu Ala 

110 115 120 

Met Ala Phe Asp Arg Tyr Val Ala He Cys His Pro Leu Arg His 

125 130 135 

Ala Thr Val Leu Thr Leu Pro Arg Val Thr Lys He Gly Val Ala 

140 145 150 

Ala Val Val Arg Gly Ala Ala Leu Met Ala Pro Leu Pro Val Phe 

155 160 165 

He Lys Gin Leu Pro Phe Cys Arg Ser Asn He Leu Ser His Ser 

170 175 180 

Tyr Cys Leu His Gin Asp Val Met Lys Leu Ala Cys Asp Asp lie 

185 190 195 

Arg Val Asn Val Val Tyr Gly Leu lie Val lie He Ser Ala He 

200 205 210 

Gly Leu Asp Ser Leu Leu He Ser Phe Ser Tyr Leu Leu He Leu 

215 220 225 

Lys Thr Val Leu Gly Leu Thr Arg Glu Ala Gin Ala Lys Ala Phe 

230 235 240 

Gly Thr Cys Val Ser His Val Cys Ala Val Phe He Phe Tyr Val 

245 250 255 

Pro Phe He Gly Leu Ser Met Val His Arg Phe Ser Lys Arg Arg 

260 265 270 

Asp Ser Pro Leu Pro Val lie Leu Ala Asn He Tyr Leu Leu Val 

275 280 285 

Pro Pro Val Leu Asn Pro lie Val Tyr Gly Val Lys Thr Lys Glu 

290 295 300 

He Arg Gin Arg He Leu Arg Leu Phe His Val Ala Thr His Ala 

305 310 315 

Ser Glu Pro 
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<210> 6 
<211> 138 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1547873CD1 

<400> 6 

Met Met Pro Thr Gin Thr Leu Pro Glu Thr His Ala Pro Gly Glu 
15 10 15 

Thr Gin He Ser Leu Phe Ser Ser Gly Asp Gin Glu Ala Gin Asn 

20 25 30 

Pro Asn Leu Val Ser Gin Leu Cys Gly Val Phe Leu Gin Asn Glu 

35 40 45 

Thr Asn Glu Thr He His Met Gin Met Ser Met Ala Val Gly Gin 

50 55 60 

Gin Ala Leu Pro Leu Asn He He Ala Pro Lys Ala Val Leu Val 

65 70 75 

Ser Leu Cys Gly Val Leu Leu Asn Gly Thr Val Phe Trp Leu Leu 

80 85 90 

Cys Cys Gly Ala Thr Asn Pro Tyr Met Val Tyr He Leu His Leu 

95 100 105 

Val Ala Ala Asp Val He Tyr Leu Cys Cys Ser Ala Val Gly Phe 
110 115 120 

Leu Gin He Tyr Ser Val Ala Glu Asp Met Val Ser Phe Val His 
. 125 130 135 

His Gly Val 



<210> 7 
<211> 199 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 2048484CD1 

<400> 7 

Met Gly Leu Thr Leu Leu Leu Leu Leu Leu Leu Gly Leu Glu Gly 
1 5 10 15 

Gin Gly He Val Gly Ser Leu Pro Glu Val Leu Gin Ala Pro Val 

20 25 30 

Gly Ser Ser He Leu Val Gin Cys His Tyr Arg Leu Gin Asp Val 

35 40 45 

Lys Ala Gin Lys Val Trp Cys Arg Phe Leu Pro Glu Gly Cys Gin 

50 55 60 

Pro Leu Val Ser Ser Ala Val Asp Arg Arg Ala Pro Ala Gly Arg 

65 70 75 

Arg Thr Phe Leu Thr Asp Leu Gly Gly Gly Leu Leu Gin Val Glu 

80 85 90 

Met Val Thr Leu Gin Glu Glu Asp Ala Gly Glu Tyr Gly Cys Met 

95 100 105 

Val Asp Gly Ala Arg Gly Pro Gin He Leu His Arg Val Ser Leu 
110 115 120 
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Asn lie Leu Pro Pro Glu Glu Glu Glu Glu Thr His Lys lie Gly 

125 130 135 

Ser Leu Ala Glu Asn Ala Phe Ser Asp Pro Ala Gly Ser Ala Asn 

140 145 150 

Pro Leu Glu Pro Ser Gin Asp Glu Lys Ser lie Pro Leu lie Trp 

155 160 165 

Gly Ala Val Leu Leu Val Gly Leu Leu Val Ala Ala Val Val Leu 

170 175 180 

Phe Ala Val Met Ala Lys Arg Lys Gin Glu Ser Leu Leu Ser Gly 

185 190 195 

Pro Pro Arg Gin 



<210> 8 
<211> 445 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 5554170CD1 

<400> 8 

Met Ala Ala Pro Thr Pro Ala Arg Pro Val Leu Thr His Leu Leu 
15 10 15 

Val Ala Leu Phe Gly Met Gly Ser Trp Ala Ala Val Asn Gly lie 
20 25 30 

Trp Val Glu Leu Pro Val Val Val Lys Glu Leu Pro Glu Gly Trp 
35 40 45 

Ser Leu Pro Ser Tyr Val Ser Val Leu Val Ala Leu Gly Asn Leu 
50 55 60 

Gly Leu Leu Val Val Thr Leu Trp Arg Arg Leu Ala Pro Gly Lys 
65 70 75 

Asp Glu Gin Val Pro He Arg Val Val Gin Val Leu Gly Met Val 
80 85 90 

Gly Thr Ala Leu Leu Ala Ser Leu Trp His His Val Ala Pro Val 
95 100 105 

Ala Gly Gin Leu His Ser Val Ala Phe Leu Ala Leu Ala Phe Val 

110 115 120 

Leu Ala Leu Ala Cys Cys Ala Ser Asn Val Thr Phe Leu Pro Phe 

125 130 135 

Leu Ser His Leu Pro Pro Arg Phe Leu Arg Ser Phe Phe Leu Gly 

140 145 150 

Gin Gly Leu Ser Ala Leu Leu Pro Cys Val Leu Ala Leu Val Gin 

155 160 165 

Gly Val Gly Arg Leu Glu Cys Pro Pro Ala Pro He Asn Gly Thr 

170 175 180 

Pro Gly Pro Pro Leu Asp Phe Leu Glu Arg Phe Pro Ala Ser Thr 

185 190 195 

Phe Phe Trp Ala Leu Thr Ala Leu Leu Val Ala Ser Ala Ala Ala 

200 205 210 

Phe Gin Gly Leu Leu Leu Leu Leu Pro Pro Pro Pro Ser Val Pro 

215 220 225 

Thr Gly Glu Leu Gly Ser Gly Leu Gin Val Gly Ala Pro Gly Ala 

230 235 240 

Glu Glu Glu Val Glu Glu Ser Ser Pro Leu Gin Glu Pro Pro Ser 

245 250 255 

Gin Ala Ala Gly Thr Thr Pro Gly Pro Asp Pro Lys Ala Tyr Gin 

260 265 270 
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Leu Leu 
Thr Asn 
Ser Cys 
Leu Gly 
Val Leu 
Gly Val 
Pro Cys 
Val Leu 
Val Ala 
Leu Ala 
Val Ala 
Arg Lys 



Ser 
Ala 
Leu 
Ser 
Cys 
Phe 
Pro 
Ser 
Ala 
Ala 
Met 
Asp 



Ala 
Leu 
Pro 
Ala 
Arg 
Cys 
Pro 
Trp 
Ser 
Gly 
Phe 
Cys 



Arg 
275 
Thr 
290 
Tyr 
305 
Ala 
320 
Ser 
335 
Gly 
350 
Leu 
365 
Val 
380 
Ser 
395 
Val 
410 
Pro 
425 
Ala 
440 



Ser Ala Cys Leu 
Asn Gly Val Leu 
Gly Arg Leu Ala 
Asn Pro Leu Ala 
Leu Ala Gly Leu 
Gly Tyr Leu Met 
Val Gly Thr Ser 
Leu Cys Leu Gly 
Leu Leu His Gly 
Ala lie Gin Val 
Pro Thr Ser lie 
Asp Pro Cys Asp 



Leu 
280 
Pro 
295 
Tyr 
310 
Cys 
325 
Gly 
340 
Ala 
355 
Ala 
370 
Val 
385 
Gly 
400 
Gly 
415 
Tyr 
430 
Ser 
445 



Gly Leu 
Ala Val 
His Leu 
Phe Leu 
Gly Leu 
Leu Ala 
Gly Val 
Phe Ser 
Gly Arg 
Ser Leu 
His Val 



Leu 
Gin 
Ala 
Ala 
Ser 
Val 
Val 
Tyr 
Pro 
Leu 
Phe 



Ala 
Ser 
Val 
Met 
Leu 
Leu 
Leu 
Val 
Ala 
Gly 
His 



Ala 
285 
Phe 
300 
Val 
315 
Gly 
330 
Leu 
345 
Ser 
360 
Val 
375 
Lys 
390 
Leu 
405 
Ala 
420 
Ser 
435 



<210> 9 

<211> 3632 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 
<223> Incyte ID No: 



1595762CB1 



<400> 9 

ggaaggggag 

gtggtgactt 

cgacactgtt 

gggaagactt 

aacccacacc 

cccctttccc 

acttctgcct 

acttcttgct 

tggctcaggg 

tcagcctgcc 

ctcacaatgc 

tcctgaagca 

tgcagagcct 

aggaggaccg 

tgcacatcca 

tgcctcgaac 

tcctggtgga 

gtgagaaggt 

tggtgctcac 

gggttgaaga 

tcaggagaga 

tggtctcctc 

tgggctgtgt 

gggtgcccct 



gagcaggcca 
ccaagagtga 
cctgctgagt 
tcgcttctgc 
agacctgcgc 
tgcagcccac 
ctactggaac 
gagtgacaaa 
ccccccgctg 
cagtgccgcc 
ctcggtggac 
tccccagaag 
ggagtcgaaa 
gatcaacgcc 
ctcccggcag 
actcttccag 
cttcagcagc 
cttggggatt 
cttccagcac 
ccccacattg 
aacccaaaca 
ggtggaggtg 
cgtctctgcc 
gccgtgcagg 



cacaggcaca 
ctccgtcgga 
ctgctcttcc 
agccagcgga 
atctccatcg 
cctgcttccc 
cgacatgctg 
gcctctagcc 
ttagccactt 
agcttcacct 
atgtgcgagc 
gcctcaagga 
ctgacctctg 
acggtgtgga 
gaggaggagc 
aggacgaaag 
caagccctgt 
gtggtacaga 
cagctacagc 
agcagcccgg 
tcctgcttct 
gacgccgtgc 
ctggcctgcc 
aggaaacctc 



ggccggtgag 
ggaaaatgac 
tggtccaagg 
accagacaca 
agaactccga 
gatccttccc 
ggagattaca 
tcctctgctt 
ctgtcacctc 
tctccttcca 
tcaaaaggga 
ggccctcggc 
tgagattcat 
agctccagcc 
agagcgagat 
gccggagcgg 
tccaggacaa 
acaccaaagt 
cgaagaatgt 
ggcattggag 
gcaaccactt 
acaagcacta 
ttgtcaccat 
gggactacac 



ggacctgccc 
tccccagtcg 
tgcccacggc 
caggagcagc 
agaggccctc 
tgaccccagg 
tcttctctat 
ccagcaccag 
ctggtggagc 
cagtcctccc 
cctccagctg 
tgcccccgcc 

gggggacatg 

cacagccggc 
catggagtac 
ggaggctgag 
gaattccagc 
agccaacctc 
gactctgcaa 
cagtgctggg 
gacctacttt 
cctgagcctc 
tgccgcctac 
catcaaggtg 



agacctggag 
ctgctgcaga 
aggggccaca 
ctccactaca 
acagtccatg 
ggcctctacc 
ggcaagcgtg 
gaggagagcc 
cctcagaaca 
cacacggccg 
ctcagccagt 
agccagcagt 
gtgtccttcg 
ctccaggacc 
tcggtgctgc 
aagagactcc 
caagtcctgg 
acggagcccg 
tgtgtgttct 
tgtgagaccg 
gcagtgctga 
ctctcctacg 
ctctgctcca 
cacatgaacc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
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tgctgctggc 
caggctctga 
gcctttcctg 
gcacctatgt 
ttctggtgac 
tgcataggac 
tcagctacat 
tagccaccat 
tgctgacact 
cctttgcttc 
tccaaggctt 
cctcccctct 
cgtccagccg 
tcgtcgcaca 
ctttggaaag 
gctgggcttt 
agaagtgcgc 
ggcctggtct 
atcttgaggg 
cagttgctct 
tcaggtggca 
gaggagaggc 
ctccctccct 
gggcctcctt 
gagtggtttc 
ggcctgcccc 
tctgggcctt 
ggggccctca 
gtctggtttc 
tagagcctga 
cggccgccca 
tgtaggtggt 
gtatgtgagg 
cctgcctggg 
atgggaagga 
catgttcatt 
agctgttgta 



cgtcttcctg 
ggctggctgc 
gatgggcctc 
ccctggctac 
gctggtggcc 
tccagagggc 
caccaacctg 
ggtggtgcag 
gctgggcctc 
tggcaccttc 
cctcatcttc 
gaagagcaac 
catctaggcc 
ctgcctgtgg 
cccaacgacc 
tgaattggcc 
cgccatgctg 
ctccttataa 
tctggcacat 
gtctctcgtg 
cccagggcga 
cctttgccag 
cagcccccca 
gctccttcgt 
caggagctgc 
tgagccaggc 
tgtatgagct 
gcctctcctg 
catcccacca 
cactctccta 
tcatggttaa 
agggacacag 
cgtgcgtgaa 
aatcctggaa 
tgttcttttt 
gtagagaatt 
atcacctagc 



ctggacacga 
cgagccagtg 
gaggggtaca 
ctactcaagc 
ctggtggatg 
gtcatctacc 
ggcctcttca 
atcctgcggc 
agcctggtcc 
cagcttgtcg 
atctggtact 
tcagacagcg 
tccagcccac 
cccccgagcc 
atggagagat 
ttggggacta 
cctagggtac 
cccctgggcc 
ccttaatcct 
gtcaccctga 
atggggccca 
gagcacagca 
gtcctccctc 
tcacagctgg 
ctggtgtctg 
tcggtaccga 
gcattgccct 
aagccctctt 
ctccaaggac 
agaggttctc 
ttctgtccaa 
atgaccgacc 
gcaagaactc 
gacttcctgc 
acgtaccaat 
tggaaactgt 
aaaaaaaaaa 



gcttcctgct 
ccatcttcct 
acctctaccg 
tgagcgccat 
tggacaacta 
cttccatgtg 
gcctggtgtt 
tgcgccccca 
ttggcctgcc 
tcctctacct 
ggtccatgcg 
ccaggctccc 
ctgcccatgt 
cggcccagcc 
gggccgttgc 
ctcggctctc 
tgtccccaca 
cagccctcat 
gtgcccctgc 
gggcactctg 
gggcagacct 
gcagctcgcc 
catcttccct 
gggtccccga 
ctgtaaatgt 
tgcgtgggct 
tgctcaccct 
gtggcaagaa 
tgagactgac 
tccaagcccc 
caaacacaca 
tggtcactcc 
ctggagctac 
aggagtcagc 
tcttttgtct 
agaagagaat 



cagcgagccg 
gcacttctcc 
actcgtggtg 
gggctggggc 
tggccccatc 
ctggatccgg 
tctgttcaac 
cacccaaaag 
ctgggccttg 
tttcagcatc 
gctgcaggcc 
catcagctcg 
gatgaagcag 
ccaggccagt 
catggtggac 
actcagctcc 
tctgtcccaa 
tgctgggggc 
ctgggacaga 
catcctctgt 
tcagggccag 
tacctctgag 

ggggttctcc 

ttccaatgct 
ttgtctactg 
gggctaggtc 
gaccaagcac 
ctgtggacca 
ctcctctggt 
caaatagctc 
cgggtagatt 
tcctgccaac 
agggacaggg 
gttcaatctt 
tttgatatta 
caagaagaaa 



gtggccctga 
ctgctcacct 
gaggtctttg 
ttccccatct 
atcttggctg 
gactccctgg 
atggccatgc 
tggtcacatg 
atcttcttct 
atcacctcct 
cggggtggcc 
ggcagcacct 
agatgcggcc 
cagccgcaga 
ggactcccgg 
cacgggactc 
cccagctgga 
caggccttgg 
aatgtggctc 
cattttaacc 
agccctggcg 
cccaggcccc 
tcctctccca 
gttttttggg 
cacaagcctc 
cctctgtcca 
acgcctcaga 
tgccagtccc 
gacactggcc 
caggcgccct 
gctggcctgt 
attcagtctg 
agccatcatt 
gaccttgaag 
aaaagaagta 
aataaaaatc 



1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3632 



<210> 10 

<211> 714 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 2763296CB1 



<400> 10 

gggagcctcc 

aagcctctgg 

cacctggcag 

tcgctgctgc 

ggcaggggcc 

agcctccact 

agcaactcag 

taggcctcca 

ctgtagcccc 

acgaccatgg 

attggcttag 



cacgctctcc 
gggtggatcc 
caggtggtga 
agacgacact 
acagggaaga 
actactggtc 
acagcgccag 
gcccacctgc 
cgaacccggc 
agagatgggc 
gggctactcg 



agctcactcg 
tgaaaggtgg 
cttccaagag 
gttcctgctg 
ctttcgcttc 
catgcggctg 
gctccccatc 
ccatgtaatg 
ccagccccag 
cgttgccatg 
gctctcactc 



gcaggcagcg 
tccagccgcc 
tgactccgtc 
agtctgctct 
tgcagccagc 
caggcccggg 
agctcgggca 
aagcagagat 
gccagtaagc 
gtggacggac 
agctcccacg 



gggaccaggg 
tggccctgcg 
ggaggaaaat 
tcctggtcca 
ggaaccagac 
gtggcccctc 
gcacctcgtc 
gcggcctcgt 
cgcagacttt 
tcccgggctg 
ggactcaaga 



ctggcaggtt 
tgggaccctc 
gactccccag 
aggtgcccac 
acacaggagc 
ccctctgaag 
cagccgcatc 
cgcacactgc 
agaaagccca 
ggcttttgag 
atgcggcgcc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 



9 



PF-0612 USN 

atgctgcctt aggtactgtc cccacatctg tcccaaccca gctggaggcc tggt 714 



<210> 11 
<211> 1035 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 3367641CB1 

<220> 

<221> unsure 
<222> 1029 

<223> a, t, c, g, or other 



<400> 11 

agactggtct 

ggattacagg 

ctggggatgg 

caaatctaag 

ccagctgcag 

caggccccat 

ggaggtgact 

gtgtcatgcg 

agcccgggat 

tgtcaaggta 

agagccattc 

ctgagatggg 

aggattaagg 

gacgttggcc 

tcatgcttgt 

gttcaagacc 

gcaggtagat 

tattattgng 



tgagctcctg 
cgtgagccac 
ggatgtggag 
atgccagcca 
catagcctgt 
gttggggagt 
ccctgtcctg 
gaaaattctc 
atgagcctgt 
agaaccaccc 
tggcagcatc 
acaggtgcac 
gctgactctg 
aggatactta 
aattccagtg 
agcccatagc 
tgtttgagcc 
ttgca 



agctcaggtg 
tgcacccggc 
cttcctgtcc 
gagaactaag 
gcagtgcaac 
caggatgggg 
ttgtgttcca 
ggactgctgg 
ttctggggca 
cacgtcctct 
cagagagcag 
atgtacctac 
ggaccagctg 
ttcagaaacc 
ctttgggagg 
aacatagcaa 
caggggttcg 



atccacctgc 
cgccatgggg 
atccctcacc 
atcaagtgtg 
ttaagatttt 
gtctctgccc 
gacatcaacg 
aacacagagg 
aaaacattca 
gactttccat 
ggccttggtt 
cccaccaccc 
cctgggccaa 
gctgtccaca 
ctgaggcggg 
gaccccaccc 
agaccagcat 



cttagcctcc 
tttaaatttc 
tcagcactgt 
gtcttcagga 
ttccaaaaga 
tgacagaact 
agtgtgcaac 
ggagctacga 
agaatgagag 
ccatgaggtt 
gtagggtcag 
cagagaggca 
atcctgataa 
tgtgagatgt 
aggatctctt 
ctataaaagg 
gagcaagcgg 



caaaatgctg 
tacaaagaga 
tcactgtgtc 
atggcttgct 
tactaagcag 
cacatctttg 
accgtcgaaa 
ctgcgtgtgc 
cgagaacacc 
tggggtcacc 
tgcctggcgt 
gagtgatgtg 
ccaagtgtat 
gataacgtta 
gaggccagga 
ggaggcgaag 
gtgaaaccca 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1035 



<210> 12 

<211> 1002 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 866390CB1 



<400> 12 

atctggtaga 

gaaagcgaga 

gatattcagc 

aattttctca 

tttctgggca 

ttggtggact 

tttttcttgc 

cgctacatcg 

tatgcaatga 

ctcatcctcc 

ccacaggtca 

aacagtggcc 

ctttgtcgca 



actcagctgt 
acagaacagt 
tcctggtctt 
ttattttcac 
acttggcctt 
tcctctctgc 
acttccttgg 
ccatctgccg 
tgttggctct 
gcttgccttt 
tcaagctggc 
tgatgacact 
tacgagggtc 



gaattcctgt 
gataagagaa 
tgtgctagtt 
cataaagtca 
cctggatgca 
gaagaagata 
aggaggggag 
gcctctgcac 
gtggcttggg 
ttgtggccca 
ctgcaccgac 
cctgtgcttt 
ttcttctgag 



gatcctgggc 
ttcatcctcc 
ttaatattct 
gaccctgggc 
tcctactcct 
atctcctaca 
ggattactcc 
tatcctactg 
ggttttgtcc 
aaccagctgg 
acatttgtgg 
ctggggcttc 
gcaaaaaaca 



tttttctggc 
ttggtctgac 
acttcatcat 
tcacagcccc 
tcattgtggc 
gaggctgcat 
ttgttgtgat 
tcatgaaccc 
actccattat 
acaacttctt 
tggagcttct 
tggcctccta 
aggccatgtc 



cagggaaatg 
ccagtctcaa 
cctccctgga 
cctctatttc 
tccccggatg 
cactcagctc 
ggcctttgac 
tagaacctgc 
ccaggtggtc 
ctgtgatgtc 
gatggtcttc 
tgcagtcatt 
cacgtgcatc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 
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PF-0612 USN 

acccatatca ttgttatatt cttcatgttt ggacctggca tcttcatcta cacgcgcccc 840 
ttcagggctt tcccagctga caaggtggtt tctctcttcc acacagtgat ttttcctttg 900 
ttgaatcctg tcatttatac ccttcgcaac caggaagtga aagcttccat gaaaaaggtg 9 60 
tttaataagc acatagcctg aaaaaggctg caaaaaaaaa aa 1002 

<210> 13 

<211> 1302 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 998550CB1 



<400> 13 

tggacaaagg 

tcacagttca 

ttcatcctaa 

tgctccctct 

gagcacagcc 

ctcatctcca 

atccagtttg 

tccacagtgc 

catgccacag 

ggggctgcac 

aatatccttt 

atccgggtca 

cttctcatct 

gcccaggcca 

gtacctttca 

cccgtcatct 

ggagtgaaga 

gcttcagagc 

gattttaatg 

acaactcaga 

ttcttctttg 

ggttattact 



gggtcacaca 
gcttcttcat 
taggcctccc 
accttattgc 
tgcatgagcc 
cctcatccat 
atgcttgtct 
tgctggccat 
tacttacgtt 
tgatggcacc 
cccattccta 
atgtcgtcta 
ccttctcata 
aggcatttgg 
ttggattgtc 
tggccaatat 
caaaggagat 
cctaggtgtc 
ttaacatttt 
tccttcaaat 
ttttcttgct 
tttcatttta 



ttccttccat 
gatggtggat 
tggtttagaa 
tgtgctaggt 
catgtatata 
gcccaaaatg 
gctacagatg 
ggcttttgac 
gcctcgtgtc 
ccttcctgtc 
ctgcctacac 
tggccttatc 
tctgcttatt 
cacttgcgtc 
catggtgcat 
ctatctgctg 
tcgacagcgc 
agtgatcaaa 
ggaagacagt 
atgaaactgg 
acatataatt 
ccatgcagtc 



acggttgagc 
cccaatggca 
gaggctcagt 
aacttgacaa 
tttctttgca 
ctggccatct 
tttgccatcc 
cgctatgtgg 
accaaaattg 
ttcatcaagc 
caagatgtca 
gtcatcatct 
cttaagactg 
tctcatgtgt 
cgctttagca 
gttcctcctg 
atccttcgac 
cttcttttcc 
attcagaaaa 
ttggggaatc 
attaataccc 
caaatctaaa 



ctctacctgc 
atgaatccag 
tctggttggc 
tcatctacat 
tgctttcagg 
tctggttcaa 
actccttatc 
ccatctgtca 
gtgtggctgc 
agctgccctt 
tgaagctggc 
ccgccattgg 
tgttgggctt 
gtgctgtgtt 
agcggcgtga 
tgctcaaccc 
ttttccatgt 
attcagagtc 
aaaatttcct 
tccatttttt 
tgactaggtt 
ct 



ctggtgctgg 
tgctacatac 
cttcccattg 
tgtgcggact 
cattgacatc 
ttccactacc 
tggcatggaa 
cccactgcgc 
tgtggtgcgg 
ctgccgctcc 
ctgtgatgat 
cctggactca 
gacacgtgaa 
catattctat 
ctctccgctg 
aattgtctat 
ggccacacac 
ctctgattca 
taataaaaat 
caatattatt 
gtggtttgag 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1302 



<210> 14 

<211> 1136 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 1547873CB1 



<400> 14 

aagagagagc 

gtcacctgtc 

ggaaaaatgt 

cctgagactc 

gcacagaacc 

gaaaccatac 

attgccccca 

tggctgcttt 

gctgacgtga 

gaagacatgg 

gtgtaatttg 



tcatattcag 
cttctgtgtc 
cacagctgac 
acgcccctgg 
caaacctggt 
atatgcagat 
aggctgtgct 
gctgtggggc 
tctatctttg 
tcagttttgt 
tcaaataact 



aggacaggaa 
tgtgtcagcc 
atttggagca 
agaaacgcag 
atctcagctc 
gagcatggca 
ggtctccctc 
cacgaatccc 
ctgctcggca 
ccaccatggt 
ttttttaatg 



gacaattcca 
tcactgcccc 
tagcagtcga 
atttccttat 
tgtggcgtct 
gtgggacagc 
tgtggggtct 
tacatggtat 
gtggggttct 
gtttaaaata 
atttctatat 



gaccattggt 
ctgacttacc 
tgatgcccac 
tttccagtgg 
ttcttcaaaa 
aggccctgcc 
tattgaatgg 
acatcctcca 
tacagattta 
atgtatagtc 
gtgcttattc 



ccacagaggt 
cctgccccca 
acagacactg 
tgaccaggag 
tgagacgaat 
cttgaatatc 
cactgtcttc 
cctggtcgct 
ctctgtggct 
tccttttaag 
aattatgtgt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 



11 



PF-0612 USN 



acatgttact caaaacaaag aagattcatt caagtctgat attaaaatat atggttacct 720 
cttaattccc atactgcatc attgtgtagc tcatgtctca tgatgctgac atttcaggag 780 
catgttaagg aggtgtcaga gtgaaggaag gggcatgaga cttctcgtgg acaggtcttt 840 
gtctctccac ttctgttagc tctccatcta taagcagatt agtccttttt cagttgtctg 900 
agctgcagat acaatttcca acattttcat tggtcactta cttcggttat gattttaaaa 960 
acatgttatt gtcaagcaca ccgtttttat aaatttgaat ttgtcagtct tttatggctt 1020 
atgtattgag ttatgattaa agaagtctta cctacatgag ataatataaa atgaatctat 1080 
gctgtcttat actattaaat tatttcattt gtaaacatgt aaaagaaaaa aaaaaa 113 6 



<210> 15 

<211> 1185 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 2048484CB1 

<400> 15 

tgcatcagtg cccaggcaag cccaggagtt gacatttctc tgcccagcca tgggcctcac 60 
cctgctcttg ctgctgctcc tgggactaga aggtcagggc atagttggca gcctccctga 120 
ggtgctgcag gcacccgtgg gaagctccat tctggtgcag tgccactaca ggctccagga 180 
tgtcaaagct cagaaggtgt ggtgccggtt cttgccggag gggtgccagc ccctggtgtc 240 
ctcagctgtg gatcgcagag ctccagcggg caggcgtacg tttctcacag acctgggtgg 300 
gggcctgctg caggtggaaa tggttaccct gcaggaagag gatgctggcg agtatggctg 360 
catggtggat ggggccaggg ggccccagat tttgcacaga gtctctctga acatactgcc 42 0 
cccagaggaa gaagaagaga cccataagat tggcagtctg gctgagaacg cattctcaga 480 
ccctgcaggc agtgccaacc ctttggaacc cagccaggat gagaagagca tccccttgat 540 
ctggggtgct gtgctcctgg taggtctgct ggtggcagcg gtggtgctgt ttgctgtgat 600 
ggccaagagg aaacaagaat ccctcctcag tggtccacca cgtcagtgac tctggaccgg 660 
ctgctgaatt gcctttggat gtaccacaca ttaggcttga ctcaccacct tcatttgaca 720 
ataccaccta caccagccta cctcttgatt ccccatcagg aaaaccttca ctcccagctc 780 
catcctcatt gccccctcta cctcctaagg tcctggtctg ctccaagcct gtgacatatg 840 
ccacagtaat cttcccggga gggaacaagg gtggagggac ctcgtgtggg ccagcccaga 900 
atccacctaa caatcagact ccatccagct aagctgctca tcacacttta aactcatgag 960 
gaccatccct aggggttctg tgcatccatc cagccagctc atgccctagg atccttagga 1020 
tatctgagca accagggact ttaagatcta atccaatgtc ctaactttac tagggaaagt 1080 
gacgctcaga catgactgag atgtcttggg gaagacctcc ctgcacccaa ctcccccact 1140 
ggttcttcta ccattacaca ctgggctaaa taaaccctaa taatg 1185 



<210> 16 

<211> 2171 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 5554170CB1 



<400> 16 

cccacgcgtc cgcccacgcg tccgccgggt 
tgggccggac ggcggtgtcc cggcgtggcg 
ggcgcgggac cgggaggcgc agggaccgga 
gagagggcgg cgcccctccg agcagagccg 
ctcttgcggt cgcgggcacc gtgaagccct 
cctttcccgg cgtccggctt ggggtggtgg 
gagaggaggg ctccactcgc tccttcggcc 
ggcttcctgc ttccctgcct gccggcggtc 
ggagagccaa agcgtgtctg gccctaggtg 



cctgcgcgct ccggactgag gtggcgtccc 60 
ggaagccggc actggagcgg gagcgcactg 120 
cggctcccga gtcgcccacc tgacggtacc 180 
tcccggccac tcccctggga tctgacttgg 240 
ggggtgtgcg tggctcctcc tggtaggcgc 300 
tggcgttgac tccagccccg cctctccctg 360 
tcctcccctg gggccgcagc gactcgggcc 420 
ccgctggcta gaagaagtct tcacttccca 480 
ggaaaagaac tggctgtgac ctttgccctg 540 



12 



PF-0612 USN 



acctggaagg gcccagcctt gggctgaatg gcagcaccca cgcccgcccg tccggtgctg 600 
acccacctgc tggtggctct cttcggcatg ggctcctggg ctgcggtcaa tgggatctgg 660 
gtggagctac ctgtggtggt caaagagctt ccagagggtt ggagcctccc ctcttacgtc 720 
tctgtgcttg tggctctggg gaacctgggt ctgctggtgg tgaccctctg gaggaggctg 780 
gccccaggaa aggacgagca ggtccccatc cgggtggtgc aggtgctggg catggtgggc 840 
acagccctgc tggcctctct gtggcaccat gtggccccag tggcaggaca gttgcattct 900 
gtggccttct tagcactggc ctttgtgctg gcactggcat gctgtgcctc gaatgtcact 960 
ttcctgccct tcttgagcca cctgccacct cgcttcttac ggtcattctt cctgggtcaa 1020 
ggcctgagtg ccctgctgcc ctgcgtgctg gccctagtgc agggtgtggg ccgcctcgag 1080 
tgcccgccag cccccatcaa cggcacccct ggccccccgc tcgacttcct tgagcgtttt 1140 
cccgccagca ccttcttctg ggcactgact gcccttctgg tcgcttcagc tgctgccttc 1200 
cagggtcttc tgctgctgtt gccgccacca ccatctgtac ccacagggga gttaggatca 1260 
ggcctccagg tgggagcccc aggagcagag gaagaggtgg aagagtcctc accactgcaa 1320 
gagccaccaa gccaggcagc aggcaccacc cctggtccag accctaaggc ctatcagctt 1380 
ctatcagccc gcagtgcctg cctgctgggc ctgttggccg ccaccaacgc gctgaccaat 1440 
ggcgtgctgc ctgccgtgca gagcttttcc tgcttaccct acgggcgtct ggcctaccac 1500 
ctggctgtgg tgctgggcag tgctgccaat cccctggcct gcttcctggc catgggtgtg 1560 
ctgtgcaggt ccttggcagg gctgggcggc ctctctctgc tgggcgtgtt ctgtgggggc 1620 
tacctgatgg cgctggcagt cctgagcccc tgcccgcccc tggtgggcac ctcggcgggg 1680 
gtggtcctcg tggtgctgtc gtgggtgctg tgtcttggcg tgttctccta cgtgaaggtg 1740 
gcagccagct ccctgctgca tggcgggggc cggccggcat tgctggcagc cggcgtggcc 1800 
atccaggtgg gctctctgct cggcgctgtt gctatgttcc ccccgaccag catctatcac 1860 
gtgttccaca gcagaaagga ctgtgcagac ccctgtgact cctgagcctg ggcaggtggg 1920 
gaccccgctc cccaacacct gtctttccct caatgctgcc accatgcctg agtgcctgca 1980 
gcccaggagg cccgcacacc ggtacactcg tggacaccta cacactccat aggagatcct 2 040 
ggctttccag ggtgggcaag ggcaaggagc aggcttggag ccagggacca gtgggggctg 2100 
tagggtaagc ccctgagcct gggacctaca tgtggtttgc gtaataaaac atttgtattt 2160 
aaaaaaaaaa a 2171 

<210> 17 
<211> 1014 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> GenBank ID No: g2117161 

<400> 17 

Met Val Phe Ser Val Arg Gin Cys Gly His Val Gly Arg Thr Glu 
15 10 15 

Glu Val Leu Leu Thr Phe Lys lie Phe Leu Val lie lie Cys Leu 

20 25 30 

His Val Val Leu Val Thr Ser Leu Glu Glu Asp Thr Asp Asn Ser 

35 40 45 

Ser Leu Ser Pro Pro Pro Ala Lys Leu Ser Val Val Ser Phe Ala 

50 55 60 

Pro Ser Ser Asn Glu Val Glu Thr Thr Ser Leu Asn Asp Val Thr 

65 70 75 

Leu Ser Leu Leu Pro Ser Asn Glu Thr Glu Lys Thr Lys lie Thr 

80 85 90 

lie Val Lys Thr Phe Asn Ala Ser Gly Val Lys Pro Gin Arg Asn 

95 100 105 

lie Cys Asn Leu Ser Ser lie Cys Asn Asp Ser Ala Phe Phe Arg 
110 115 120 

Gly Glu lie Met Phe Gin Tyr Asp Lys Glu Ser Thr Val Pro Gin 
125 130 135 

Asn Gin His lie Thr Asn Gly Thr Leu Thr Gly Val Leu Ser Leu 
140 145 150 
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PF-0612 USN 



Ser Glu Leu Lys Arg Ser Glu Leu Asn Lys Thr Leu Gin Thr Leu 

155 160 165 

Ser Glu Thr Tyr Phe lie Met Cys Ala Thr Ala Glu Ala Gin Ser 

170 175 180 

Thr Leu Asn Cys Thr Phe Thr lie Lys Leu Asn Asn Thr Met Asn 

185 190 195 

Ala Cys Ala Ala lie Ala Ala Leu Glu Arg Val Lys lie Arg Pro 

200 205 210 

Met Glu His Cys Cys Cys Ser Val Arg lie Pro Cys Pro Ser Ser 

215 220 225 

Pro Glu Glu Leu Gly Lys Leu Gin Cys Asp Leu Gin Asp Pro lie 

230 235 240 

Val Cys Leu Ala Asp His Pro Arg Gly Pro Pro Phe Ser Ser Ser 

245 250 255 

Gin Ser He Pro Val Val Pro Arg Ala Thr Val Leu Ser Gin Val 

260 265 270 

Pro Lys Ala Thr Ser Phe Ala Glu Pro Pro Asp Tyr Ser Pro Val 

275 280 285 

Thr His Asn Val Pro Ser Pro He Gly Glu lie Gin Pro Leu Ser 

290 295 300 

Pro Gin Pro Ser Ala Pro lie Ala Ser Ser Pro Ala He Asp Met 

305 310 315 

Pro Pro Gin Ser Glu Thr lie Ser Ser Pro Met Pro Gin Thr His 

320 325 330 

Val Ser Gly Thr Pro Pro Pro Val Lys Ala Ser Phe Ser Ser Pro 

335 340 345 

Thr Val Ser Ala Pro Ala Asn Val Asn Thr Thr Ser Ala Pro Pro 

350 355 360 

Val Gin Thr Asp He Val Asn Thr Ser Ser He Ser Asp Leu Glu 

365 370 375 

Asn Gin Val Leu Gin Met Glu Lys Ala Leu Ser Leu Gly Ser Leu 

380 385 390 

Glu Pro Asn Leu Ala Gly Glu Met He Asn Gin Val Ser Arg Leu 

395 400 405 

Leu His Ser Pro Pro Asp Met Leu Ala Pro Leu Ala Gin Arg Leu 

410 415 420 

Leu Lys Val Val Asp Asp He Gly Leu Gin Leu Asn Phe Ser Asn 

425 430 435 

Thr Thr He Ser Leu Thr Ser Pro Ser Leu Ala Leu Ala Val He 

440 445 450 

Arg Val Asn Ala Ser Ser Phe Asn Thr Thr Thr Phe Val Ala Gin 

455 460 465 

Asp Pro Ala Asn Leu Gin Val Ser Leu Glu Thr Gin Ala Pro Glu 

470 475 480 

Asn Ser He Gly Thr He Thr Leu Pro Ser Ser Leu Met Asn Asn 

485 490 495 

Leu Pro Ala His Asp Met Glu Leu Ala Ser Arg Val Gin Phe Asn 

500 505 510 

Phe Phe Glu Thr Pro Ala Leu Phe Gin Asp Pro Ser Leu Glu Asn 

515 520 525 

Leu Ser Leu He Ser Tyr Val He Ser Ser Ser Val Ala Asn Leu 

530 535 540 

Thr Val Arg Asn Leu Thr Arg Asn Val Thr Val Thr Leu Lys His 

545 550 555 

He Asn Pro Ser Gin Asp Glu Leu Thr Val Arg Cys Val Phe Trp 

560 565 570 

Asp Leu Gly Arg Asn Gly Gly Arg Gly Gly Trp Ser Asp Asn Gly 

575 580 585 

Cys Ser Val Lys Asp Arg Arg Leu Asn Glu Thr He Cys Thr Cys 
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590 595 600 

Ser His Leu Thr Ser Phe Gly Val Leu Leu Asp Leu Ser Arg Thr 

605 610 615 

Ser Val Leu Pro Ala Gin Met Met Ala Leu Thr Phe lie Thr Tyr 

620 625 630 

lie Gly Cys Gly Leu Ser Ser lie Phe Leu Ser Val Thr Leu Val 

635 640 645 

Thr Tyr lie Ala Phe Glu Lys lie Arg Arg Asp Tyr Pro Ser Lys 

650 655 660 

lie Leu lie Gin Leu Cys Ala Ala Leu Leu Leu Leu Asn Leu Val 

665 670 675 

Phe Leu Leu Asp Ser Trp lie Ala Leu Tyr Lys Met Gin Gly Leu 

680 685 690 

Cys lie Ser Val Ala Val Phe Leu His Tyr Phe Leu Leu Val Ser 

695 700 705 

Phe Thr Trp Met Gly Leu Glu Ala Phe His Met Tyr Leu Ala Leu 

710 715 720 

Val Lys Val Phe Asn Thr Tyr lie Arg Lys Tyr lie Leu Lys Phe 

725 730 735 

Cys lie Val Gly Trp Gly Val Pro Ala Val Val Val Thr lie lie 

740 745 750 

Leu Thr lie Ser Pro Asp Asn Tyr Gly Leu Gly Ser Tyr Gly Lys 

755 760 765 

Phe Pro Asn Gly Ser Pro Asp Asp Phe Cys Trp lie Asn Asn Asn 

770 775 780 

Ala Val Phe Tyr lie Thr Val Val Gly Tyr Phe Cys Val lie Phe 

785 790 795 

Leu Leu Asn Val Ser Met Phe lie Val Val Leu Val Gin Leu Cys 

800 805 810 

Arg lie Lys Lys Lys Lys Gin Leu Gly Ala Gin Arg Lys Thr Ser 

815 820 825 

lie Gin Asp Leu Arg Ser lie Ala Gly Leu Thr Phe Leu Leu Gly 

830 835 840 

lie Thr Trp Gly Phe Ala Phe Phe Ala Trp Gly Pro Val Asn Val 

845 850 855 

Thr Phe Met Tyr Leu Phe Ala lie Phe Asn Thr Leu Gin Gly Phe 

860 865 870 

Phe lie Phe lie Phe Tyr Cys Val Ala Lys Glu Asn Val Arg Lys 

875 880 885 

Gin Trp Arg Arg Tyr Leu Cys Cys Gly Lys Leu Arg Leu Ala Glu 

890 895 900 

Asn Ser Asp Trp Ser Lys Thr Ala Thr Asn Gly Leu Lys Lys Gin 

905 910 915 

Thr Val Asn Gin Gly Val Ser Ser Ser Ser Asn Ser Leu Gin Ser 

920 925 930 

Ser Ser Asn Ser Thr Asn Ser Thr Thr Leu Leu Val Asn Asn Asp 

935 940 945 

Cys Ser Val His Ala Ser Gly Asn Gly Asn Ala Ser Thr Glu Arg 

950 955 960 

Asn Gly Val Ser Phe Ser Val Gin Asn Gly Asp Val Cys Leu His 

965 970 975 

Asp Phe Thr Gly Lys Gin His Met Phe Asn Glu Lys Glu Asp Ser 

980 985 990 

Cys Asn Gly Lys Gly Arg Met Ala Leu Arg Arg Thr Ser Lys Arg 

995 1000 1005 

Gly Ser Leu His Phe lie Glu Gin Met 
1010 

<210> 18 
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<211> 287 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> GenBank ID No: g3342740 

<400> 18 

Met Gly Gly Arg Val Phe Leu Ala Phe Cys Val Trp Leu Thr Leu 
15 10 15 

Pro Gly Ala Glu Thr Gin Asp Ser Arg Gly Cys Ala Arg Trp Cys 
20 25 30 

Pro Gin Asp Ser Ser Cys Val Asn Ala Thr Ala Cys Arg Cys Asn 
35 40 45 

Pro Gly Phe Ser Ser Phe Ser Glu lie lie Thr Thr Pro Asp lie 
50 55 60 

Asn Glu Cys Ala Thr Leu Ser Lys Val Ser Cys Gly Lys Phe Ser 
65 70 75 

Asp Cys Trp Asn Thr Glu Gly Ser Tyr Asp Cys Val Cys Ser Pro 
80 85 90 

Gly Tyr Glu Pro Val Ser Gly Ala Lys Thr Phe Lys Asn Glu Ser 
95 100 105 

Glu Asn Thr Cys Gin Asp Val Asp Glu Cys Gin Gin Asn Pro Arg 

110 115 120 

Leu Cys Lys Ser Tyr Gly Thr Cys Val Asn Thr Leu Gly Ser Tyr 

125 130 135 

Thr Cys Gin Cys Leu Pro Gly Phe Lys Asp Val Asn Glu Cys Thr 

140 145 150 

Ser Gly Gin Asn Pro Cys His Ser Ser Thr His Cys Leu Asn Asn 

155 160 165 

Val Gly Ser Tyr Gin Cys Arg Cys Arg Pro Gly Trp Gin Pro lie 

170 175 180 

Pro Gly Ser Pro Asn Gly Pro Asn Asn Thr Val Cys Glu Asp Val 

185 190 * 195 

Asp Glu Cys Ser Ser Gly Gin His Gin Cys Asp Ser Ser Thr Val 

200 205 210 

Cys Phe Asn Thr Val Gly Ser Tyr Ser Cys Arg Cys Arg Pro Gly 

215 220 225 

Trp Lys Pro Arg His Gly lie Pro Asn Asn Gin Lys Asp Thr Val 

230 235 240 

Cys Glu Asp Met Thr Phe Ser Thr Trp Thr Pro Pro Pro Gly Val 

245 250 255 

His Ser Gin Thr Leu Ser Arg Phe Phe Asp Lys Val Gin Asp Leu 

260 265 270 

Gly Arg Asp His Leu Ser Ser Phe Ala Val Leu Met Ala His Tyr 

275 280 285 

Asp Val 
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